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Domsch, K., Schröder, J., Janeschik, M., Schaub, C., & Lohmann, I. (2021). The Hox transcription factor Ubx ensures somatic
myogenesis by suppressing the mesodermal master regulator Twist. Cell Reports, 34(1), 108577.

Duckhorn, J. C., Junker, I. P., Ding, Y., & Shirangi, T. R. (2022a). Combined in situ hybridization chain reaction and immunos-
taining to visualize gene expression in whole-mount Drosophila central nervous systems. Pages 1–14 of: Yamamoto, D. (ed),
Behavioral Neurogenetics. Neuromethods. New York, NY: Springer US.

Duckhorn, J. C., Cande, J., Metkus, M. C., Song, H., Altamirano, S., Stern, D. L., & Shirangi, T. R. (2022b). Regulation of
Drosophila courtship behavior by the Tlx/tailless-like nuclear receptor, dissatisfaction. Current Biology.

Duerr, T. J., Jeon, E. K., Wells, K. M., Villanueva, A., Seifert, A. W., McCusker, C. D., & Monaghan, J. R. (2022). A consti-
tutively expressed fluorescent ubiquitination-based cell-cycle indicator (FUCCI) in axolotls for studying tissue regeneration.
Development, 149(6), dev199637.

Duk, M. A., Gursky, V. V., Samsonova, M. G., & Surkova, S. Y. (2021). Application of domain- and genotype-specific models
to infer post-transcriptional regulation of segmentation gene expression in Drosophila. Life, 11(11), 1232.

Dunipace, L., Newcomb, S., & Stathopoulos, A. (2022). Brinker levels regulated by a promoter proximal element support germ
cell homeostasis. Development, 149(3), dev199890.

Duque-Correa, M. A., Goulding, D., Rodgers, F. H., Gillis, J. A., Cormie, C., Rawlinson, K. A., Bancroft, A. J., Bennett, H. M.,
Lotkowska, M. E., Reid, A. J., Speak, A. O., Scott, P., Redshaw, N., Tolley, C., McCarthy, C., Brandt, C., Sharpe, C., Ridley,
C., Moya, J. G., Carneiro, C. M., Starborg, T., Hayes, K. S., Holroyd, N., Sanders, M., Thornton, D. J., Grencis, R. K., &
Berriman, M. (2022). Defining the early stages of intestinal colonisation by whipworms. Nature Communications, 13(1), 1725.

Ebeid, M., Barnas, K., Zhang, H., Yaghmour, A., Noreikaite, G., & Bjork, B. C. (2022). PRDM16 expression and function in
mammalian cochlear development. Developmental Dynamics, 251(10), 1666–1683.

Ebeid, M., Kishimoto, I., Roy, P., Zaidi, M. A. A., Cheng, A. G., & Huh, S. H. (2023). β-Catenin transcriptional activity is
required for establishment of inner pillar cell identity during cochlear development. PLOS Genetics, 19(8), e1010925.

Edwards, H. E., Elizalde, M. J., Souder, J. P., & Gorelick, D. A. (2023). Hemato-vascular specification requires arnt1 and arnt2
genes in zebrafish embryos. Development, 150(9), dev200500.

Emrick, J. J., Buchholtz, L. J. V., & Ryba, N. J. P. (2020). Transcriptomic classification of neurons innervating teeth. Journal of
Dental Research.

Last Updated: 2025-01-14

www.molecularinstruments.com

4

http://www.molecularinstruments.com


Molecular Instruments
USER PUBLICATIONS

Fang, Z., Ford, A. J., Hu, T., Zhang, N., Mantalaris, A., & Coskun, A. F. (2023). Subcellular spatially resolved gene neighborhood
networks in single cells. Cell Reports Methods, 3(5), 100476.

Farrell, J. S., Lovett-Barron, M., Klein, P. M., Sparks, F. T., Gschwind, T., Ortiz, A. L., Ahanonu, B., Bradbury, S., Terada, S.,
Oijala, M., Hwaun, E., Dudok, B., Szabo, G., Schnitzer, M. J., Deisseroth, K., Losonczy, A., & Soltesz, I. (2021). Supramam-
millary regulation of locomotion and hippocampal activity. Science (New York, N.Y.), 374(6574), 1492–1496.

Fernandez-Cerado, C., Legarda, G. P., Velasco-Andrada, M. S., Aguil, A., Ganza-Bautista, N. G., Lagarde, J. B. B., Soria, J.,
Jamora, R. D. G., Acuña, P. J., Vanderburg, C., Sapp, E., DiFiglia, M., Murcar, M. G., Campion, L., Ozelius, L. J., Alessi,
A. K., Singh-Bains, M. K., Waldvogel, H. J., Faull, R. L. M., Macalintal-Canlas, R., Muñoz, E. L., Penney, E. B., Ang, M. A.,
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